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Neisseria meningitidis

* The most common cause of bacterial meningitis and septicaemia in the UK
* 10% of infections are fatal

* 25% of survivors have long term effects

* Six serogroups cause the majority of disease — A, B, C, W, X and Y
* Recently MenB has been the dominant serogroup in the UK

Current vaccines
* Conjugate vaccines against N. meningitidis serogroups A, C, W and Y

 Recombinant protein vaccine against serogroup B
e Strain coverage
* Impact on carriage
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Assays used to characterise hmADbs

* ELISA and flow cytometry
 Test for binding of antibody to N. meningitidis

* Western blot
* |dentification of antigen (target protein) size

* Serum bactericidal assay (SBA)
 Test for bacterial killing by antibody in combination with human complement

* Complement deposition assay (CDA)
* Assess ability of antibody to recruit human complement factors C3c and C5b-9
* C3c = opsonisation
* C5b-9 = membrane attack complex
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Future work:

* |dentify target antigen

* Immunoprecipitation and mass spectrometry

* Further characterise remaining antibodies




